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The nucleosome is the fundamental unit of chromatin. It is composed of an octamer of the four core histones (H3, H4, H2A, H2B) around which 147 base pairs of DNA 
are wrapped. Several distinct classes of enzyme can modify histones at multiple sites. This SnapShot depicts those histone-modifying enzymes whose specificity 
has been determined along with the residues that they modify. The names given to three groups of enzymes (acetyltransferases, lysine methyltrasferases, and lysine 
demethylases) follow the new nomenclature for these enzymes, which is defined in a Correspondence on page 633 of this issue. This SnapShot is a revised version of 
one first published in the February 23, 2007 issue of Cell. Figure adapted from Margueron et al. (2005).
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